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» Bacteriophages (phages) are viruses that
parasitize a bacterium by infecting it and
reproducing within It.

» Mycobacterium smegmatis (M. smegmatis)
IS the host bacterium for Montana Tech’s
PHAGES program.
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Serial dilutions were conducted to perform plaque assays. M. smegmatis was

infected with serially diluted phage, plated, and incubated for 24 hours. Webbed  BaIge)ViE [o]gF:!
plates were flooded and filtered to increase the titer of each phage. Titering Cluster

procedures were repeated until the desired titer of 10° PFU/mL was reached to
permit DNA Extraction and Restriction Enzyme Digest (PFU: Plague Forming
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Units). Cluster Polymerase Chain Reaction (PCR) was performed for LadyHelm  BNZETIVTs NoO Previously
and Farahbithia with 35 primer pairs, testing for 26 unique clusters.*
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Figure 2. Plaque assays. a. LadyHelm resulted in a titer 2.3 x 108 PFU/m. phages’ DNA to University of
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